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100:10836-10841.

Sorrells ME, La Rota CM, Bermudez-Candianis CE, Greene RA, Kantety R,
Munkvold JD, Miftahudin, Mahmoud A, Gustafson JP, Qi L, Echalier B,
Gill BS, Matthews D, Lazo GR, Chao S, Anderson OD, Edwards H,
Linkiewicz AM, Dubcovsky J, Akhunov ED, Dvorak J, Zhang D, Nguyen
HT, Peng J, Lapitan NL, Gonzalez-Hernandez JL, Anderson JA, Hossain K,
Kalavacharla V, Kianian SF, Choi DW, Close TJ, Dilbirligi M, Gill KS,
Steber C, Walker-Simmons MK, McGuire PE, Qualset CO. Comparative
DNA sequence analysis of wheat and rice genomes. Genome Res 13:1818-
1827.

Vakhitov VA, Chemeris AV, Sabirzhanov BE, Akhunov ED, Kulikov AM,
Nikonorov ITuM, Gimalov FR, Bikbulatova SM, Baimiev AKh. Phylogeny of
Triticum L. and Aegilops L. genuses inferred from a comparative analysis of
nucleotide sequences in promoter rDNA regions of individual species.
Russian Journal of Genetics 39:5-17.

AKhunov ED, Chemeris AV, Kulikov AM, Vakhitov VA. Functional
analysis of diploid wheat rRNA promoter by transient expression. Biochim
Biophys Acta 1522:226-229.

Nijevitch AA, Akhunov ED. Host-bacterial interaction: what role does
Helicobacter pylori urease play? Dig Dis Sci 46:75-77.

Nijevitch AA, Akhunov ED, Khasanov R, Yelitcheva Z, Ousmanova. I
Childhood duodenal ulcer: is there any pathogenetic association with
Helicobacter pylori urease? J Gastroenterol 35: 254-255.
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Nijevitch AA, Farztdinov KM, Sataev VU, Khasanov RSh, Katayev VA,
Khusnutdinov SM, Akhunov ED, Kazykhanov NS. Helicobacter pylori
infection in childhood: results of management with ranitidine bismuth citrate
plus amoxicillin and tinidazole. J Gastroenterol Hepatol 15:1243-1250.
Mavziutov AR, Akhunov ED, Bondarenko VM, Gabidullin ZG, Tuigunov
MM. Conservative regions of the gene of thermostable enterotoxin in
Enterobacteriaceae-the principal possibility of their practical use. Zh
Mikrobiol Epidemiol Immunobiol 5:36-39.

Akhunov ED, Bondarenko VM, Tuigunov MM, Mavziutov AR, Gabidullin
ZG. The use of random amplification of polymorphous bacterial DNA for
the typing of bacteria in the genus Citrobacter. Zh Mikrobiol Epidemiol
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AKhunov ED, Chemeris AV, Vakhitov VA. Unusual motifs of the
nucleotide sequence adjacent to the putative transcription initiation site in
the rDNA intergenic spacer of diploid wheat Triticum urartu Thum. ex
Gandil, T. boeoticum Boiss, and T. monococcum L. Russian Journal of
Genetics 33:1593-1595.

Non peer-reviewed publications:
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4.2003
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Akhunov E, Chao S, Catana V, See D, Brown-Guedira G, Sorrells M,
Akhunova A, Dubcovsky J, Cavanagh C, Hayden M (2011) New tools for
wheat genetics and breeding: genome-wide analysis of SNP variation.
Proceedings of BGRI Technical Workshop, June 13-16, St. Paul, MN, USA.
Akhunov ED, Akhunova AR, Anderson OD, Anderson JA, Blake N, Clegg
MT, Coleman-Derr D, Conley EJ, Crossman CC, Deal KR, Dubcovsky J,
Gill BS, Gu YQ, Hadam J, Heo HY, Huo N, Lazo GR, Luo MC, Ma YQ,
Matthews DE, McGuire PE, Morrell P, Qualset CO, Renfro J, Reynolds S,
Tabanao D, Talbert LE, Tian C, Toleno D, Warburton M, You FM, Zhang
W, Dvorak J (2008) Purifying Selection and Gene Conversion in Polyploid
Wheat Evolution. Proceedings of the 11th International Wheat Genetics
Symposium, Aug 24-29, Brisbane, Australia.

Gill BS, Qi L, Echalier S, Chao S, Lazo G, Anderson OD, Akhunov ED,
Dvorak J. et al. A transcriptome map of wheat. Proceedings of the 10th
International Wheat Genetics Symposium, Paestum, Italy, 1:261-264.
Dvorak J, Akhunov ED, Akhunova AR, Luo MC, Linkiewicz AM,
Dubcovsky J, Hummel D, Lazo G, Chao S, Anderson OD, David J, Qi L,
Echalier B, Gill BS, Miftahudin, Gustafson JP, La Rota M, Sorrells M,
Zhang D, Nguyen HT, Kalavacharla V, Hossain K, Kianian SF, Peng JH,
Lapitan NLV, Wennerlind EJ, Nduati V, Anderson JA, Sidhu D, Gill KS,
Choi DW, Close TJ, McGuire PE, Qualset CO. New Insights into the
Organization and Evolution of Wheat Genomes. Proceedings of the 10th
International Wheat Genetics Symposium, Paestum, Italy, 1:248-253.
Akhunov ED, David JL, Chao S, Lazo G, Anderson OD, Qi L, Echalier B,
Gill BS, Linkiewicz AM, Dubcovsky J, Miftahudin, Gustafson JP, La Rota
CM, Sorrells ME, Zhang D, Nguyen HT, Hossain K, Kianian SF, Peng J,
Lapitan NLV, Sidhu D, Gill KS, McGuire PE, Qualset CO, Dvorak J. GC



composition and codon usage in genes of inbreeding and outcrossing
Triticeae species. Proceedings of the 10th International Wheat Genetics
Symposium, Paestum, Italy, 1:203-206.

Book chapters:
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Kiani S, Akhunova A, Akhunov E. Application of next-generation
sequencing technologies for genetic diversity analysis in cereals. Cereal
Genomics II. Editors: Gupta PK and Varshney RK, Springer, 2nd ed. VII,
598 p.

Gill BS, Sehgal SK, Friebe B, Akhunov E. Wheat Genome and Gene
Analysis. In: Wheat Science Dynamics: Challenges and opportunities (eds.
Chibbar RN and Dexter JE) Agrobios (International) Jodhpur, India. pp 483-
491.

Chemeris AV, Akhunov ED, Vakhitov VA. DNA sequencing. ed. Vakhitov,
VA, Nauka, Moscow, 429 pages (Russian).
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7.2014
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Johnson L, Gray M, Amand P, Galliart M, Brown S, Poland J, Garrett K,
Akhunov E, Bello N, Morgan T, Baer S, Maricle B. Genetic Differentiation,
Transcriptome Variation, and Local Adaptation of Dominant Prairie Grass
Androspogon gerardii along the Climate Gradient of the US Midwest:
Implications for Climate Change and Restoration. Plant and Animal Genome
meeting, Jan 10-14, San Diego, CA, USA.

Kippes N, Akpinar B, Vasquez-Gross H, Chao S, Akhunov E, Budak H,
Kato K, Dubcovsky J. Positional Cloning of the Wheat Vernalization Gene
VRN-D4 Reveals the Origin of Spring Growth Habit in Ancient Hexaploid
Wheats from India. Plant and Animal Genome meeting, Jan 10-14, San
Diego, CA, USA.

Jordan K, Wang S, Lun Y, Chao S, Dubcovsky J, Sherman J, Akhunova A,
Talbert L, Akhunov E. Sequence-Based Map Development of Wheat NAM
Populations. Plant and Animal Genome meeting, Jan 10-14, San Diego, CA,
USA.

Akhunov E. Population Genomics of Allopolyploid Wheat Adaptation. Plant
Biology Meeting, July 26-30, Minneapolis, MN, USA.

Akhunov E. Wheat natural diversity. CSHL meeting, April 25-27, Banbury,
NY, USA.

Akhunov E. Population Genomics of Allopolyploid Wheat Adaptation. UC
Davis Spring Seminar Series, February 17-18, Davis, CA, USA.

Akhunov E, Salcedo A, Lou Y, Zhang W, Li C, Akhunova A, Rutter W,
Wang S, Cantu D, Rouse MN, Dubcovsky J. Functional genomics of stem
rust - wheat pathosystem. USDA Project Director meeting for Plant Biology
Programs, May 14-15, Washington DC, USA.

Jordan K, Wang S, Gardiner L, Lun Y, Hall N, Dubcovsky J, Pozniak C,
Akhunova A, Talbert L, Hall A, Akhunov E. A First Generation Haplotype
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Map of Wheat Genome. Plant and Animal Genome meeting, Jan 11-15, San
Diego, CA, USA.

Wang S, Jordan K, Lun Y, Akhunova A, Hall A, Pozniak C, Cavanagh C,
Chao S, Hayden M, Talbert L, Akhunov E. Application of Haplotype-Based
Genetics in Wheat. Plant and Animal Genome meeting, Jan 11-15, San
Diego, CA, USA.

Akhunov E, Sehgal S, Jordan K, Akhunova A, Lun Y, Liang H, Gill B,
Wang S. Genomic Redundancy in Young Polyploids: Does It Play an
Important Role in Adaptation? Plant and Animal Genome meeting, Jan 11-
15, San Diego, CA, USA

Wang S, Jordan K, Kiani SP, Hayden MJ, Liu S, Baenziger PS, Bowden RL,
Akhunov E. Genetic Architecture of Quantitative Disease Resistance
Revealed By Genome-Wide Association Scan in Wheat. Plant and Animal
Genome meeting, Jan 11-15, San Diego, CA, USA

Akhunov ED, Wans S, Jordan K, Lun Y, Akhunova A, Chao S, Pozniak C,
Cavanagh C, Dubcovsky J, Talbert L, Hayden M. A haplotype map of wheat
and its utility for wheat genetics and breeding. The 12th International Wheat
Genetics Symposium, Sept 8- 14, Yokohama, Japan.

Akhunov E. Next Generation DNA Sequencing. What to Do with a Genome
Sequence? Laboratory Workshop on FUSARIUM. June 23-28, KSU,
Manhattan, KS, USA.

Akhunov E. RNA-Seq Data Analysis. Gene Expression Analysis Workshop.
June 10-14, KSU, Manhattan, KS, USA.

Akhunov E. Genomic patterns of SNP variation in worldwide wheat
populations. Illumina Workshop: Accelerating the Impact of Genomics in
Agriculture. Plant and Animal Genome meeting, Jan 12-16, San Diego, CA,
USA.

Akhunov E, Liang H, Saintenac C, Zhang W, Salcedo A, Lun Y, Xu SS,
Bowden RL, Szabo LJ, Cantu D, Akhunova A, Rouse M, Dubcovsky J.
Genomic Architecture Of Rust-Wheat Interaction: Implications For
Breeding Disease-Resistant Crops. W773. Plant and Animal Genome
meeting, Jan 12-16, San Diego, CA, USA.

Akhunov E. Sequence capture. Roche - Advancing Agricultural Genomics
Research using Roche NimbleGen Sequence Capture and 454 Long-Read
Sequencing Roche workshop. Plant and Animal Genome meeting, Jan 12-
16, San Diego, CA, USA.

Akhunov E. What have we learned from the genotyping efforts? TCAP
annual meeting, Jan 13, San Diego, CA, USA.

Analysis of genetic variation in polyploid wheat by whole-exome capture.
Oct 21-24, 2012, ASA-CSSA-SSSA International Annual Meetings,
Cincinatti, Ohio, USA.

Akhunov E. Understanding structural and functional diversity of wheat
genome Feb 28, Cornell University, Department of Plant Breeding and
Genetics, Ithaca, NY, USA.

Akhunov E. Next-generation tools for studying genomics of wheat evolution
and improvement. Modern Tools in Plant Breeding, April 20, Davis, CA,
USA.
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Akhunov E. The structural and functional diversity of polyploid wheat
genome, John Innes Center seminar series, June 15, Norwich, UK.
Akhunov E, Wang S, Chao S, Stephen S, Huang E, Saintenac C, See D,
Carter A, Brown-Guedira G, Forrest K, Wong D, Pumphrey M, Bai G,
Bowden R, Baenzinger PS, Talbert L, Anderson JA, Dreisigacker S, Chen J,
Campbell K, Akhunova A, Korzun V, Sorrells M, Dubcovsky J, Cavanagh
C, Hayden M. Nonparametric tests reveal multiple selection events in the
wheat genome. International Triticeae Mapping Initiative meeting, June 24-
29, Fargo, North Dakota, USA.

Akhunov E. Usage of genome-wide genotyping approaches to understand
the genetics of agronomically important traits in wheat, Triticeaec CAP
online seminar series, March 29.

Akhunov E. Statistical approaches to analysis of microarray data, June 18-
21, Microarray Workshop, KSU, Manhattan, KS, USA.

Akhunov E, Sehgal S, Liang H, Wang S, Akhunova A, Li W, Forrest K, See
D, Simkova H, Hayden M, Luo MC, Faris J, Dolezel J, Gill BS. Alternative
splicing and coding sequence evolution in polyploid wheat. Plant and
Animal Genome meeting, Jan 14-18, San Diego, CA, USA.

Akhunov E. Understanding structural and functional diversity of wheat
genome. University of Minnesota, St. Paul, Department of Biology Seminar
Series, Feb 7, USA.

Akhunov E. Functional genomics of Sr35-based resistance in wheat. 13th
International Cereal Rusts and Powdery Mildews Conference, Aug 28 —Sept
1, Beijing, China.

Saintenac C, Jiang D, Ezrati S, Korol A, Dubcovsky J, Breiman A, Dvorak
J, Akhunov E. Targeted Analysis of Polyploid Wheat Genome by Exon
Capture. Plant and Animal Genome meeting, Jan 14-18, San Diego, CA,
USA.

Dubcovsky J, Saintenac C, Zhang W, Li C, Cantu D, Akhunova A, Liang H,
Rouse M, Akhunov E. New approaches to rust resistance in wheat. Plant and
Animal Genome meeting, Jan 14-18, San Diego, CA, USA.

Alo F, Furman B, Akhunov E, Dvorak J, Gepts P. Leveraging genomic
resources of model species for the assessment of phylogeny in wild and
domesticated lentil. Plant and Animal Genome meeting, Jan 14-18, San
Diego, CA, USA.

Tsai H, Nitcher R, Howell T, Akhunov E, Tai T, Dubcovsky J, Comai L.
High-throughput sequencing makes TILLING more fun. Plant and Animal
Genome meeting, Jan 14-18, San Diego, CA, USA.

Jones M, Akhunov E, Peart J, Yip R, Lawley CT. Sequencing and
Genotyping in a Complex Genome: Current Status and Future Possibilities.
Plant and Animal Genome meeting, Jan 14-18, San Diego, CA, USA.
Akhunov E. Using SureSelect Sequence Capture Assay for Targeted Exon
Re-sequencing in Polyploid Wheat. Plant and Animal Genome meeting, Jan
14-18, San Diego, CA, USA.

Akhunov E, Wang S, Catana V, Kiani S, Saintenac C, Hayden M, Cavanagh
C, Forrest K, Akhunova A, Dubcovsky J, Brown-Guedira G, Coram T,
Sorrells M, See D, Chao S. Genome-wide patterns of SNP variation in
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wheat: tools and resources for breeding and studying genetics of agronomic
traits. USDA program directors meeting, Jan 13th, San Diego, CA, USA.
Akhunov E. Gene Capture and Genotyping-By-Sequencing. Annual
Triticeae CAP meeting, Jan 15, San Diego, CA, USA.

Akhunov E., Chao S, Saintenac C, Kiani S, See D, Brown-Guedira G,
Sorrels M, Akhunova A, Dubcovsky J, Cavanagh C, Hayden M. (2011)
High-throughput approaches to genome-wide analysis of genetic variation in
polyploidy wheat. 1** Canadian Wheat Symposium, Nov. 30- Dec. 2,
Manitoba, Canada.

Akhunov E, Chao S, Catana V, See D, Brown-Guedira G, Sorrels M,
Akhunova A, Dubcovsky J, Cavanagh C, Hayden M. (2011) Genome-wide
analysis of SNP variation in wheat. Development and use of molecular
markers for crop improvement meeting. Oct 29-31, New Delhi, India.
Akhunov E. Wheat chromosome 3A physical mapping and sequencing
(update). 21st International Triticeae Mapping Initiative (21st-ITMI), Sept 4-
9, Mexico City, Mexico.

Saintenac C, Zhang W, Rouse M, Akhunov E, Dubcovsky J. Map based
cloning and characterization of Ug99 resistance gene Sr35. 21st
International Triticeae Mapping Initiative (21st-ITMI), Sept 4-9, Mexico
City, Mexico.

Akhunov E. Next generation tools for wheat genetics and breeding: high-
throughput SNP genotyping assays and sequence-based genotyping. 21st
International Triticeae Mapping Initiative (21st-ITMI), Sept 4-9, Mexico
City, Mexico.

Hansen M, Akhunov E, Davis T, Haas J, Dvorak J, Hayden M, Jacobs J,
Luo M, Deynze AV, Royce T, Hodgson R, Peart J, Yip R, Lawley C.
Refining software tools for calling genotypes using high density SNP panels
(>10,000 markers) in polyploid species. 21st International Triticeae
Mapping Initiative (21st-ITMI), Sept 4-9, Mexico City, Mexico.

Akhunov E. Sequencing and analysis of the wheat chromosome 3A gene
space. Plant and Animal Genome meeting, Jan 14-17, San Diego, CA, USA.
Akhunov E. Statistical approaches to analysis of microarray data. IGF
Microarray workshop, June 24-27, Manhattan, KS, USA.

Akhunov E. New tools for wheat genetics and breeding: genome-wide
analysis of SNP variation. Proceedings of BGRI Technical Workshop, June
13-16, St. Paul, MN, USA.

Akhunov E. Patterns of SNP variation in wheat breeding populations and
genome-wide association mapping. Eastern Wheat Workers/Southern Small
Grain Workers Meeting, Apr 17-20, Dallas, TX, USA.

Akhunov E. Analysis of polyploid wheat genome by exon capture. UC
Davis, Dept. Plant Sciences seminar series, Feb 8, Davis, CA, USA.
Akhunov E. Genome-wide patterns of SNP variation in polyploid wheat.
2nd International Symposium on Genomics of Plant Genetic Resources, Apr
24-27, Bologna, Italy.

Akhunov E. Genomic technologies and resources for wheat genetics and
breeding. International Wheat Conference, June 1-4, Saint-Petersburg,
Russia.
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Akhunov E. Statistical approaches to the analysis of Affymetrix microarray
data. IGF Microarray workshop, July 12-15, Manhattan, KS, USA.
Akhunov E. Assessment of genetic variation in spring and winter wheat
populations using Illumina high-throughput SNP genotyping assay. ASA,
CSSA, and SSSA International Annual Meetings, Oct 31-Nov 3, Long
Beach, CA, USA.

Akhunov E. The patterns of SNP variation and linkage disequilibrium in
wheat: moving toward genome-wide association mapping. 20th International
Triticeae Mapping Initiative (20th-ITMI), Sept 1-5, Beijing, China.
Akhunov E. Development of global SNP resource for wheat. 20th
International Triticeae Mapping Initiative (20th-ITMI), Sept 1-5, Beijing,
China.

Akhunov E. Sequencing the wheat genome: lessons from simulation and
next-generation sequencing studies. GS FLX SEQUENCING WORKSHOP,
Integrated Genomics Facility, KSU Targeted Excellence Program,
November 10, Manhattan, KS, USA.

Akhunov E. Next-generation sequencing of flow-sorted wheat
chromosomes, 454 Sequencing Workshop, Nov 15, Saint-Louis, MO, USA.
Akhunov E. Wheat Genome Sequencing: Testing The Utility Of Next
Generation Sequencing Technologies. Plant and Animal Genome meeting,
Jan 10-14, San Diego, CA, USA.

Akhunov E. High-throughput genotyping of wheat using Illumina Golden
Gate Assay. Plant and Animal Genome meeting, Wheat CAP Workshop, Jan
10-14, San Diego, CA, USA.

Akhunov E. Using next-generation sequencing technology to characterize
the gene space of the wheat chromosome 3A. International Triticeae
Mapping Initiative meeting, Aug 31-Sept 4, Clermont-Ferrand, France.
Akhunov E. SNP resources for wheat genome mapping. International
Triticeae Mapping Initiative meeting, Aug 31-Sept 4, Clermont-Ferrand,
France.

Akhunov E. SNP discovery in complex genomes using 454. Wheat SNP
markers workshop, Aug 23, Brisbane, Australia.

Akhunov E. High-Throughput SNP Genotyping Of Polyploid Wheat:
Resources And Technologies. Plant and Animal Genome meeting, Jan 12-
16, San Diego, CA, USA.

Dvorak J, Akhunov ED, Akhunova AR, Anderson OD, Anderson JA, Blake
N, Clegg MT, Coleman-Derr D, Conley EJ, Crossman CC, Deal KR,
Dubcovsky J, Gill BS, Gu YQ, Hadam J, Heo HY, Huo N, Lazo GR, Lundy
KE, Luo MC, Ma YQ, Matthews DE, McGuire PE, Morrell P, Qualset CO,
Renfro J, Reynolds S, Dindo T, Talbert LE, Tian C, Toleno D, Warburton
M, You FM, Zhang W. Wheat diversity map. International Durum Wheat
Symposium, June 30-July 3, Bologna, Italy.

Akhunov E. Plant Genotyping Using the Illumina Platform. DNA
Technologies Symposium, UC Davis, Nov 28, Davis, CA, USA.

Akhunov E. Plant Genotyping Using the Illumina Platform. Workshop
“Wheat SNP utilization and deployment”, UC Davis, Aug 30, Davis, CA,
USA.
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Akhunov E. The patterns of genetic diversity in polyploid wheat and its
diploid ancestors. Ecology and Evolutionary Biology seminar series,
Division of Biology, KSU, Nov 5, Manhattan, KS, USA.

Akhunov E. Mechanisms and rates of acireductone deoxygenase gene family
evolution provide insights into the evolution of large plant genomes.
International Triticeae Mapping Initiative meeting, Apr 16-20, Tiberias,
Israel.

Akhunov E. Wheat SNP markers: discovery and utilization. National Wheat
Genomics Conference, Nov 30 — Dec2, Kansas City, MO, USA.

Akhunov ED, Chemeris AV, Vakhitov VA. RDNA transcription in diploid
wheats with weak nucleolar organizers does not require the TATA motif just
upstream of the transcription initiation site. Proceedings of the 9th
International Wheat Genetic Symposium, ed. A.E.Slinkard, Saskatoon,
Canada, V.1, p. 99-102.

Abstracts at professional meetings:
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1.2015

1.2015

1.2014

2.2014

3.2014

Maccaferri M, Ricci A, Salvi S, Milner S, Noli E, Martelli P, Casadio R,
Akhunov E, Scalabrin S, Vendramin V, Ammar K, Blanco A, Desiderio F,
Distelfeld A, Dubcovsky J, Fahima T, Faris J, Korol A, Massi A,
Mastrangelo A, Morgante M, Pozniak C, N'Diaye A, Xu S, Tuberosa R. A
High-Density SNP-Based Consensus Map of Tetraploid Wheat (Triticum
turgidum L.). Useful for Durum and Bread Wheat Genomics and Breeding.
Plant and Animal Genome meeting, Jan 10-14, San Diego, CA, USA.
Klocova B, Frenkel Z, Kumar A, Chao S, Abrouk M, Wang S, Kianian S,
Simkova H, Korol A, Akhunov E, Dolezel J, Valarik M. Construction of
High Density Radiation Hybrid Map of Bread Wheat Chromosome 4A.
Plant and Animal Genome meeting, Jan 10-14, San Diego, CA, USA.
Guttieri M, Frels K, Waters B, Baenziger S, Akhunov E, Wang S. Genome-
Wide Association Mapping of Nitrogen Use Efficiency Traits in Hard
Winter Wheat. Plant and Animal Genome meeting, Jan 10-14, San Diego,
CA, USA.

H Sela, S Ezrati, ] Manisterski, E Akhunov, J Dvorak, A Breiman, A B
Korol. Linkage disequilibrium and association analysis of stripe rust
resistance in wild emmer wheat (7riticum turgidum ssp. dicoccoides)
population in Israel. EUCARPIA Cereals Section — I T M I Joint Conference
Wernigerode, Germany, June 29 — July 4, 2014

E Kominkova, B Klocova, M Abrouk, D Posti, I Jakobson, H Peusha, K
Jarve, L Timofejeva, A Kumar, S F Kianian, Y Hu, M Luo, Z Frenkel, A B
Korol, J Carling, A Kilian, H Simkova, J Safaf, S Wang, E Akhunov, J
Dolezel, M Valarik Construction of physical map for the locus introgressed
to bread wheat from Triticum militinae conferring powdery mildew
resistance. EUCARPIA Cereals Section — I T M I Joint Conference
Wernigerode, Germany, June 29 — July 4, 2014

Y Turuspekov, J Plieske, M W Ganal, E Akhunov, S Abugalieva. SNP
genotyping of wheat accessions from Kazakhstan. EUCARPIA Cereals
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9.2014
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11.2014

12.2014

13.2014

Section — I T M I Joint Conference Wernigerode, Germany, June 29 — July
4,2014

B Klocova, M Abrouk, Z Frenkel, A Kumar, S F Kianian, H Simkova, J
Safaf, Y Hu, M Luo, J Carling, A Kilian, A B Korol, S Wang, E Akhunov, J
Dolezel, M Valarik. Sequence ready physical map of bread wheat
chromosome 4A. EUCARPIA Cereals Section — I T M I Joint Conference
Wernigerode, Germany, June 29 — July 4, 2014

M Maccaferri, A Ricci, S Salvi, K Ammar, E Akhunov, A Blanco, L
Cattivelli, A Distelfeld, J Dubcovsky, J Dvorak, T Fahima, A B Korol, A
Massi, M Morgante, R Papa, C Pozniak, S S Xu, J Faris, R Tuberosa
Towards an SNP-based consensus map of durum wheat. EUCARPIA
Cereals Section — I T M I Joint Conference Wernigerode, Germany, June 29
—July 4, 2014

Gray M, Shelton J, Chellapilla S, Bello N, Brown S, Akhunova A, Liang H,
Garrett K, Akhunov E, Morgan T, Johnson L. Transcriptional differences of
mesic and xeric ecotypes of an ecologically-dominant prairie grass
Andropogon gerardii to abiotic stress. Plant and Animal Genome meeting,
Jan 11-15, San Diego, CA, USA.

Jordan K, Wang S, Gardiner L, Lun Y, Hall N, Dubcovsky J, Pozniak C,
Akhunova A, Talbert L, Hall A, Akhunov E. A Diversity Map of the
Hexaploid Wheat Genome. Plant and Animal Genome meeting, Jan 11-15,
San Diego, CA, USA.

Maccaferri M, Ricci A, Salvi S, Ammar K, Akhunov E, Blanco A, Cattivelli
L, Distelfeld A, Dubcovsky J, Dvorak J, Fahima T, Korol A, Morgante M,
Papa R, Pozniak C, Xu S, Tuberosa R. Towards an SNP-Based Consensus
Map of Durum Wheat. Plant and Animal Genome meeting, Jan 11-15, San
Diego, CA, USA

Klocova B, Abrouk M, Frenkel Z, Kumar V, Kianian SF, Simkova H, Safar
J,Hu'Y, Luo M, Carling J, Kilian A, Korol AB, Wang S, Akhunov E,
Dolezel J, Valarik M. Construction of Ready-to-Sequence Physical Map of
Bread Wheat Chromosome 4A. Plant and Animal Genome meeting, Jan 11-
15, San Diego, CA, USA

Tiwari VK, Wang S, Sehgal S, Friebe B, Vrana J, Kubalakova M, Dolezel J,
Chhuneja P, Akhunov E, Rawat N, Kalia B, Sabir J, Gill BS. Sequence
Based Analysis of Flow-Sorted Aegilops geniculata Chromosome 5Mg
using a Next Generation Sequencing Approach. Plant and Animal Genome
meeting, Jan 11-15, San Diego, CA, USA

Wang S, Jordan K, Kiani S, Lowry E, Akhunov E. Association Studies in
Polyploid Wheat Using Imputation-Based Analyses of Genotyping-By-
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